Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.008 Å; R factor = 0.038; wR factor = 0.087; data-to-parameter ratio = 14.0.
In the title compound, [Sb(C 6 H 5 ) 3 (C 7 H 5 ClNO 2 ) 2 ], the Sb center has a distorted trigonal-bipyramidal geometry, with the O atoms of two carboxylate groups in axial positions and the C atoms of the phenyl groups in equatorial positions. Intramolecular C-HÁ Á ÁO interactions occur. The molecules are connected by intermolecular N-HÁ Á ÁO, N-HÁ Á ÁN and C-HÁ Á ÁO hydrogen-bonding interactions and C-HÁ Á Á stacking interactions, forming a three-dimensional supramolecular framework
Related literature
For related structures, see: Yin et al. (2009) ; Wang et al. (2005) .
Experimental

Crystal data
[Sb(C 6 H 5 ) 3 (C 7 H 5 ClNO 2 ) 2 ] M r = 694.19 Monoclinic, C2=c a = 30.683 (3) Å b = 9.0128 (12) Å c = 23.096 (3) Å = 106.161 (2) V = 6134.6 (12) Å 3 Z = 8 Mo K radiation = 1.11 mm À1 T = 298 K 0.35 Â 0.33 Â 0.17 mm
Data collection
Siemens SMART CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.697, T max = 0.833 15481 measured reflections 5409 independent reflections 3450 reflections with I > 2(I) R int = 0.046 Refinement R[F 2 > 2(F 2 )] = 0.038 wR(F 2 ) = 0.087 S = 1.04 5409 reflections 386 parameters 4 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.86 e Å À3 Á min = À0.49 e Å À3 Table 1 Selected geometric parameters (Å , ). Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x; Ày þ 2; z þ 1 2 ; (ii) Àx; Ày þ 2; Àz þ 1; (iii) Àx; y À 1; Àz þ 1 2 ; (iv) Àx; y; Àz þ 1 2 ; (v) x; Ày þ 1; z À 1 2 ; (vi) Àx þ 1 2 ; Ày þ 3 2 ; Àz þ 1. Cg1 is the centroid of the C27-C32 ring.
Data collection: SMART (Siemens, 1996) ; cell refinement: SAINT (Siemens, 1996) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. meric structures to supramolecular assemblies (Yin et al. 2009 ). As a part of our ongoing investigations in ths field we have synthesized the title compound and determined its crystal structure. As is shown in Fig. 1 , the central antimony atom is five-coordinated with a slightly distorted trigonal bipyramidal geometry. Around the central Sb1 atom, C15, C21 and C27 occupy the equatorial plane, while O1 and O3 lie in axial sites. The Sb-O bond distances (Sb1-O1 = 2.137 (3) Å; Sb1-O3 = 2.125 (3) Å) (Table 1 ) are comparable to those found in organoantimony arylhydroxmates (Wang et al. 2005) . The Sb-C bond distances (Sb1-C15 = 2.108 (5) Å; Sb1-C21 = 2.098 (5) Å; Sb1-C27 = 2.109 (5) Å) of the compound lie within the normal range for Sb-C (phenyl) bonds (2.10-2.13 Å). The supramolecular structure of the title compound results from intermolecular C-H···O, N-H···O and N-H···N hydrogen-bonding interactions and C-H···Π stacking interactions (Fig. Table 2 ) assembling the molecules into a three-dimensional supramolecular frameworks
2,
Experimental
The reaction was carried out under nitrogen atmosphere. 5-Amino-2-chlorobenzoic acid (1 mmol) and sodium ethoxide (1.2 mmol) were added to a stirred solution of methanol (30 ml) in a Schlenk flask and stirred for 0.5 h. Triphenylantimony dichloride (0.5 mmol) was then added to the reactor and the reaction mixture was stirred for 12 h at room temperature. The 
Refinement
The N-bound H atoms were located in a difference Fourier map. In the refinement process the N-H bond lengths were restrained to 0.85 (2) Å and isotropic displacement parameters of these H atoms were freely refined. Other H atoms were positioned geometrically, with C-H = 0.93 Å and refined with a riding model; U iso (H) = 1.2 U eq (C). Symmetry codes: (i) x, −y+2, z+1/2; (ii) −x, −y+2, −z+1; (iii) −x, y−1, −z+1/2; (iv) −x, y, −z+1/2; (v) x, −y+1, z−1/2; (vi) −x+1/2, −y+3/ 2, −z+1.
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